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Abstract: Random Amplified Polymorphic DNA(RAPD) 
was used to study the genetic diversity within a 
population comprising of 23 clumps of Dendrocalamus 
giganteus Wall, ex Munro in the Royal Botanic Gardens, 
Peradeniya. The species introduced as a single plant to 
Sri Lanka in 1856 showed a relatively low genetic diversity 
of 0.045 ± 0.004. The population was uniform 
phenotypically indicating that it was mainly raised by 
clonal propagation. Only seven clumps in this population 
flowered in recent years and seed set was rare.The 
presence of genetically identical groups of clumps with 
no polymorphism indicated clones that were possible 
survivors of plants established originally, 150 years ago. 
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dendrogram, genetic distance, RAPD, Royal Botanic 
Gardens, Sri Lanka. 

INTRODUCTION 

Dendrocalamus giganteus Wall.ex Munro (giant bamboo) 
is the largest of the bamboos, native to moist tropical forests 
of lower Burma and introduced to Sri Lanka in 1856 from 
Calcutta1. Previous studies2 reported that from a single plant 
brought from the Royal Botanic Gardens in Calcutta, 
numerous plants were propagated vegetatively and planted 
in the Royal Botanic Gardens (RBG), Peradeniya and 
distributed to other parts of the country. The species 
flowered at irregular intervals and set seed rarely. The 
clumps that flowered did not always die as expected to 
happen as in some bamboos that perish after flowering1"3. 
Therefore, some of the massive clumps presently in the 
RBG may possibly be the survivors of the ones that were 
originally planted. At present there is a large number of 

clumps of giant bamboo in the RBG, Peradeniya and in the 
Kandy district and elsewhere, which may have been derived 
by clonal propagation or from seeds. Heterogeneity within 
species of bamboo is not well understood. Molecular 
techniques are reliable in detecting DNA polymorphisms. 
The study and documentation of genetic variability in 
bamboo is still in its e^Hy stages and only a few reports are 
available on the use of DNA polymorphisms in this group 
of plants. In previous studies 4" 6 Random Amplified 
Polymorphic DNA (RAPD) and nuclear Restriction 
Fragment Length Polymorphism (RFLP) have been used 
to identify unknown genotypes, assess genetic variations 
and study evolution in Phyllostachys. RAPD fingerprint 
profiles have also been used to characterize the species 
Bambusa tulda1. The present investigation was conducted 
to observe phenotypic variations and to detect the genetic 
diversity accrued during the relatively short period of 150 
years since Dendrocalamus giganteus was introduced to 
Sri Lanka, using RAPD technique. 

METHODS AND MATERIALS 

Fresh young leaves were collected from 23 individual 
clumps of Dendrocalamus giganteus Wall, ex Munro 
(giant bamboo) in the RBG, Peradeniya and those growing 
along the Mahaweli river bank close to the RBG. These 
clumps were randomly selected from the total population 
in this study site. They were labelled and their positions 
were located in a map for future reference. Further, 
descriptions of morphological traits and flowering were 
noted in all clumps. 

The leaves were surface sterilized, cut into small pieces 
and ground to a fine powder using liquid nitrogen. DNA 
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